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B EH 73 ABPC PIPC SBTéABP TAZ/PIPC CEZ CTRX CAZ CFPM CMz MEPM TOB AMK CPFX LVFX ST
Escherichia coli 1368 66 74 78 97 91 99 99 100 99 100 91 100 67 64 87
Escherichia coli (ESBL) 341 0 0 40 92 0 0 0 0 100 100 72 98 16 10 59
Citrobacter freundii 82 10 62 11 82 10 70 74 100 11 100 95 100 71 65 86
Citrobacter koseri 73 0 16 97 100 96 99 99 100 99 100 100 100 99 99 100
Serratia marcescens 118 3 96 3 97 0 96 99 99 4 100 92 100 96 92 99
Enterobacter cloacae complex 215 3 73 4 75 2 69 73 100 2 100 100 100 96 94 97
Enterobacter aerogenes 128 0 71 1 72 0 68 71 100 0 100 100 100 93 92 99
Proteus mirabilis 147 91 99 99 100 91 100 100 100 100 100 98 99 89 87 92
Proteus mirabilis(ESBL) 11 0 0 27 100 0 0 0 0 100 100 91 100 36 27 91
Proteus vulgaris 61 7 98 98 100 7 100 100 100 100 100 100 100 95 95 98
Klebsiella pneumoniae 708 0 85 85 99 97 99 98 100 98 100 98 100 94 92 96
Klebsiella pneumoniae (ESBL) 29 0 0 4 63 0 0 0 0 100 100 65 100 46 45 44
Klebsiella oxytoca 215 0 87 80 90 76 92 100 100 100 100 99 100 96 89 100
Pseudomonas aeruginosa(#k i &) 719 85 85 0 87 92 89 100 100 89 85
Pseudomonas aeruginosa(25!iit14) 20 10 11 0 0 20 0 100 100 0 0
Stenotrophomonas maltophilia 90 80 93
Acinetobacter baumannii complex 32 91 100 100 0 52 91 100 0 100 93 100 87 94 90
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B EA 0734 PCG ABPC SBT(/)ABP CEZ CMz MEPM GM EM CLDM MINO VCM TEIC LZD FOM LVFX
Staphylococcus aureus 664 50 58 100 100 100 100 71 77 87 98 100 100 100 96 76
Staphylococcus aureus (MRSA) 681 0 0 0 0 0 0 68 9 27 80 100 100 100 83 9
Enterococcus faecalis 659 100 100 100 0 67 0 12 0 32 100 100 100 50 93
Enterococcus faecium 188 0 0 0 0 0 0 15 0 23 100 100 100 0 4
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B EA 734 PCG PCC;}EH; PC?HE% @ PCG#2O | ABPC CTRX | CTRX[#&] | CTRX[th] EM CLDM TC LVFX VCM TEIC LZD RFP ST
Streptococcus group A 18 100 100 100 77 80 54 94 100 100 100 100
Streptococcus group B 363 100 100 100 63 61 52 68 100 100 100 97
Streptococcus group G 66 100 100 100 77 77 52 100 100 100 100 100
Streptococcus pneumoniae 25 75 100 56 94 100 8 56 8 96 100 100 100 100 96
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g 5 #% | ABPC SBTéABP TAZ/PIPC| CTM oMz | offM | CTRX | MEPM | MINO | LvFX | veM | oLbMm GM CAM TEIC ST
Corynebacterium sp. 573 34 37 33 37 75 85 36 40 98 10 100 13 89 29 100 76
Bacteroides fragilis 49 18 94 100 20 96 32 27 90 90 36 0 49
Clostridium perfringens 27 100 100 100 100 100 100 96 100 96 96 100 56




